
٣١ /٧ /٢٠١٧ Web of Science [v.5.25] - Export Transfer Service

http://apps.webofknowledge.com/OutboundService.do?action=go&displayCitedRefs=true&displayTimesCited=true&displayUsageInfo=true&viewT… 1/1

Web of Science
Page 1 (Records 1 -- 1)

 [ 1 ] 
Record 1 of 1
Title: Serial Gene Losses and Foreign DNA Underlie Size and Sequence Variation in the Plastid Genomes of Diatoms
Author(s): Ruck, EC (Ruck, Elizabeth C.); Nakov, T (Nakov, Teofil); Jansen, RK (Jansen, Robert K.); Theriot, EC (Theriot, Edward C.); Alverson, AJ (Alverson, Andrew
J.)
Source: GENOME BIOLOGY AND EVOLUTION  Volume: 6  Issue: 3  Pages: 644-654  DOI: 10.1093/gbe/evu039  Published: 2014  
Times Cited in Web of Science Core Collection: 15
Total Times Cited: 15
Usage Count (Last 180 days): 3
Usage Count (Since 2013): 18
Cited Reference Count: 69
Abstract: Photosynthesis by diatoms accounts for roughly one-fifth of global primary production, but despite this, relatively little is known about their plastid genomes. We
report the completely sequenced plastid genomes for eight phylogenetically diverse diatoms and show them to be variable in size, gene and foreign sequence content, and
gene order. The genomes contain a core set of 122 protein-coding genes, with 15 additional genes exhibiting complex patterns of 1) gene losses at varying phylogenetic
scales, 2) functional transfers to the nucleus, 3) gene duplication, divergence, and differential retention of paralogs, and 4) acquisitions of putatively functional recombinase
genes from resident plasmids. The newly sequenced genomes also contain several previously unreported genes, highlighting how poorly characterized diatom plastid
genomes are overall. Genome size variation reflects major expansions of the inverted repeat region in some cases but, more commonly, large-scale expansions of intergenic
regions, many of which contain unique open reading frames of likely foreign origin. Although many gene clusters are conserved across species, rearrangements appear to be
frequent in most lineages.
Accession Number: WOS:000334578100019
PubMed ID: 24567305
Language: English
Document Type: Article
Author Keywords: chloroplast; diatoms; genomes; plastid; horizontal gene transfer
KeyWords Plus: AMINO-ACID REPLACEMENT; TRANSFER-RNA GENES; CHLOROPLAST GENOME; PHAEODACTYLUM-TRICORNUTUM; CRYPTOPHYTE
ALGA; LATERAL TRANSFER; LAND PLANTS; EVOLUTION; NUCLEUS; MODEL
Addresses: [Ruck, Elizabeth C.; Alverson, Andrew J.] Univ Arkansas, Dept Biol Sci, Fayetteville, AR 72701 USA. 
[Nakov, Teofil; Jansen, Robert K.; Theriot, Edward C.] Univ Texas Austin, Dept Integrat Biol, Austin, TX 78712 USA. 
[Jansen, Robert K.] King Abdulaziz Univ, Fac Sci, Dept Biol Sci, Jeddah, Saudi Arabia.
Reprint Address: Ruck, EC (reprint author), Univ Arkansas, Dept Biol Sci, Fayetteville, AR 72701 USA.
E-mail Addresses: ruck@uark.edu
Author Identifiers:

Author ResearcherID Number ORCID Number
Fac Sci, KAU, Biol Sci Dept L-4228-2013  
Nakov, Teofil I-3707-2017 0000-0002-5023-9269 
Faculty of, Sciences, KAU E-7305-2017  
Alverson, Andrew  0000-0003-1241-2654 
Publisher: OXFORD UNIV PRESS
Publisher Address: GREAT CLARENDON ST, OXFORD OX2 6DP, ENGLAND
Web of Science Categories: Evolutionary Biology; Genetics & Heredity
Research Areas: Evolutionary Biology; Genetics & Heredity
IDS Number: AF2YJ
ISSN: 1759-6653
29-char Source Abbrev.: GENOME BIOL EVOL
ISO Source Abbrev.: Genome Biol. Evol.
Source Item Page Count: 11

Funding:
Funding Agency Grant Number

NSF MRI 0722625 
MRI-R2 0959124 

Arkansas Science and Technology Authority  
NSF grant EF062410 
USGS/NPS NRPP 141338 
start-up funds from the University of Arkansas  

The authors thank Jeff Palmer and three anonymous reviewers for critical comments on an earlier version of this manuscript. Genome analyses were carried
out using resources available through the Texas Advanced Computing Center (TACC) at The University of Texas at Austin and the Arkansas High
Performance Computing Center (AHPCC) at the University of Arkansas. Resources managed by AHPCC are supported in part by NSF grants MRI 0722625,
MRI-R2 0959124, and a grant from the Arkansas Science and Technology Authority. This research was funded by NSF grant EF062410 to E.C.T. and R.K.J.,
USGS/NPS NRPP 141338 to E.C.T., and start-up funds from the University of Arkansas to A.J.A.
Open Access: gold
Output Date: 2017-07-31

Web of Science
Page 1 (Records 1 -- 1)

 [ 1 ] 

© 2017  CLARIVATE ANALYTICS  TERMS OF USE  PRIVACY POLICY  FEEDBACK

javascript:window.close();
javascript:window.print();
javascript:window.close();
javascript:window.print();
javascript: void(0)
javascript: void(0)
javascript: void(0)
javascript: void(0)

